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Abramites, 100 
Abrotanella, 407-425 
diemii, 417, 418, 425 
emarginata, 408, 416-419, 425 
fertilis, 425 
forsteroides, 416-419, 425 
inconspicua, 425 
linearifolia, 419, 425 
linearis, 425 
muscosa, 417, 425 
nivigena, 416, 425 
purpurea, 419, 425 
pusilla, 416, 425 
rostrata, 425 
rosulata, 416, 418-420, 425 
scapigera, 416, 425 
spathulata, 416, 419, 420, 425 
submarginata, 417, 419, 425 
trichoachaenia, 425 
trilobata, 425 
Acantharchus pomotis, 721 
Acanthobothrium, 220 
cartegenensis, 220 
holorhini, 220 
Acanthostracion, 447, 456 
polygonius, 445, 455 
quadricornis, 445, 448, 455 
Accuracy, phylogenetic, 332-345, 464-478 
Accuracy of phylogenetic analysis including and ex- 
cluding polymorphic characters, John J. Wiens 
and Maria R. Servedio, 332-345 
Acer, 183, 187-190 
rubrum, 181, 182 
Aceraceae, 181 
Acestrorhynchus, 87, 94, 95, 99 
Achyrospermum, 319, 320, 331 
Acnodon, 93 
Acorus, 557 
Acrididae, 6 
Acrymia, 319, 320 
Acyrthosiphon, 43-54, 56 
pisum, 6 
Adams, Dean C., and Daniel J. Funk, Morphometric 
inferences on sibling species and sexual dimor- 
phism in Neochlamiscus bebbianae leaf beetles: 
multivariate applications of the thin-plate spline, 
180-194 
Adelosa, 319, 320 
Adenocarpus, 723, 728 
Adenostyles alliariae, 725 
Adisura, 275, 277-281 


atkinsoni, 276 
bella, 271 
purgata, 271, 272 
Adocus, 239, 246, 247, 251, 268 
Adoxa, 327 
Aedes, 34, 38, 71, 72, 680, 682, 698 
albopictus, 7, 676, 678-680, 684 
Aegiphila, 319, 320, 323 
costaricensis, 330 
Aepyprymnus, 309, 310 
Aetobatus, 226 
Agathidium 
aristerium, 721 
oniscoides, 721 
pulchrum, 721 
Agreement, prior, 765-769 
Agrion, 43-54, 57-60 
maculatum, 6 
Agulla, 1, 6, 28-30, 32, 43-54, 57-60 
Ajuga, 318, 320, 324, 325 
reptans, 330 
Albertochampsa langstoni, 521 
Alestes, 87, 93, 99 
Alignment, 1-68 
Alligator, 479, 482, 485, 489, 490, 498, 501 
megrewi, 515-518, 520 
mefferdi, 515-518, 520 
mississippiensis, 486, 493, 496, 497, 499, 515-518, 520 
olseni, 515-518 
prenasalis, 515-518, 520 
sinensis, 486, 493, 496, 497, 499, 515-518, 520 
thompsoni, 520 
Alligatoridae, 479, 481, 482, 485, 488, 489, 493, 501, 502 
Allignathosuchus mooki, 489, 493, 515-518 
Allognathosuchus wartheni, 489, 515-518, 520 
Allosmerus, 362 
Allozymes, 722-747 
Alnetoidia alneti, 189 
Alnus, 183, 185, 187-191, 722, 728, 723, 734-737 
incana, 182 
rugosa, 181 
serrulata, 181 
viridis, 725, 736 
Alternating least squares approach to inferring phy- 
logenies from pairwise distances, an, Joseph Fel- 
senstein, 101-111 
Aluterus, 447, 450 
schoepfi, 445 
Amasonia, 319, 320 
campestris, 330 
Ambloplites 
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cavifrons, 721 
rupestris, 721 
Ambystoma, 704, 709, 711 
annulatum, 720 
californiense, 720 
cingulatum, 720 
gracile, 720 
jeffersonianum, 720 
laterale, 720 
mabeei, 720 
macrodactylum, 720 
maculatum, 720 
opacum, 720 
talpoideum, 720 
taxanum, 720 
tigrinum, 435, 720 
Ambystomatidae, 140 
Amethystea, 319, 320 
Amphibians and reptiles of the Yucatan Peninsula, 
the, Julian C. Lee (rev.), 232 
Anacanthus, 447, 450 
Analysis, 
character, 145-179 
cladistic, 407-425 
combined, 622-653 
large data sets, 554-563 
molecular phylogenetic, 674-698 
parsimony, 479-522 
phylogenetic, 332-345 
sensitivity, 1-68 
sequences, 204-210 
simultaneous, 654-673 
Analyzing developmental sequences using sequence 
units, William A. Velhagen, Jr, 204-210 
Analyzing large data sets: rbcL 500 revisited, Kenneth 
A. Rice, Michael J. Donoghue, and Richard G. 
Olmstead, 554-563 
Anapausis, 680, 698 
inermis, 676, 678, 684 
Anemone, 119 
Anigozanthos, 557 
Anisomeles, 316, 318, 331 
Anisomorpha, 43-54 
buprestoides, 6 
Anisopodidae, 674, 676, 678, 684, 687-689, 691 
Anisotoma, 709 
basalis, 721 
Anopheles albopictus, 686 
Anostomiade, 100 
Anoura, 589 
Antopocerus, 656, 661, 669, 671 
Aotus trivirgatus, 107 
Apalone, 253, 261-268 
spinifera, 237 
Apareiodon affinis, 100 
Aphidae, 6 
Aphyocharax, 81, 99 
Apiaceae, 723, 736 
Aplochiton, 358-360, 362, 363 
Apoica, 7, 43-53, 55, 57-60 
Apteronotidae, 100 
Apteronotus, 78 
albifrons, 100 


Apteryx, 484 
australis, 484 
Aquarius remigis, 190 
Arabidopsis, 548 
Arambourgia gaudryi, 515-518 
Aranaeus, 614 
Araripemydidae, 237 
Archaeopsylla, 680, 698 
erinacei, 676, 678 
Archaeopteryx, 615 
Archoplites interruptus, 721 
Arnica montana, 410, 425 
Arothron, 453 
manilensis, 445 
Arrhenia, 373 
auriscalpium, 376, 398-406 
lobata, 376, 398-406 
Artibeus, 582, 589 
jamaicensis, 580, 581, 584, 585 
Ascalapha, 43-53, 55, 57-60 
odorata, 6 
Asiatosuchus 
germanicus, 489, 515-517, 519, 522 
grangeri, 522 
Asilidae, 7 
Asiphytodecta, 734 
Asteraceae, 407-425, 722, 736, 737 
Astroblepidae, 459 
Astyanax, 87, 94 
fasciatus, 99 
Atelidrosophila, 656, 657 
Atelocynus, 653 
microtis, 622, 623, 627 
Australosuchus clarkae, 490, 515-517, 519, 521 
Australothis, 275, 277-281 
rubrescens, 270, 271 
Average consensus procedure: combination of weight- 
ed trees containing identical or overlapping sets 
of taxa, the, Frangois-Joseph Lapointe and Guy 
Cucumel, 306-312 


Baenidae, 256 
Baker, Richard H., and Rob DeSalle, Multiple sources 
of character information and the phylogeny of 
Hawaiian drosophilids, 654-673 
Baker, Robert J., Jonathan L. Longmire, Mary Maltbie, 
Meredith J. Hamilton, and Ronald A. Van Den 
Bussche, DNA synapomorphies for a variety of 
taxonomic levels from a cosmid library from the 
New World bat Macrotus waterhousii, 579-589 
Balistes 
capriscus, 443, 445, 448 
vetula, 445, 456 
Balistidae, 442, 463 
Balistipus undulatus, 452 
Ballota, 331 
Barbus, 96 
Bareogonalos, 43-53, 55 
canadensis, 6 
Basidiomycetes, 373-406 
Basilodes chrysopis, 271 
Bataguridae, 236-238, 242, 246, 248, 249 
Begle, 358-365 





1997 


INDEX FOR VOLUME 46 





Benton, 569-573 
Benton, Michael J., see Hitchin, Rebecca, and — 
Berlocher, Stewart H., and David L. Swofford, Search- 
ing for phylogenetic trees under the frequency 
parsimony criterion: an approximation using 
generalized parsimony, 211-215 
Bernissartia, 484, 485 
fagesii, 484, 515-518, 520 
Berothidae, 6 
Bethylidae, 7 
Bettongia, 309, 310 
Betula, 183, 187-190, 736 
nigra, 181, 182 
Betulaceae, 181, 722, 723, 733-737 
Bibionidae, 674, 676, 678, 684, 689 
Biogenetic law, 699-721 
Biogeography, 75-100, 126-144, 284-305, 523-536 
cladistic, 195-203 
historical, 195-203 
Neotropical, 218-230 
Biota: the biodiversity database manager, Robert K. 
Colwell (rev.), 574-575 
Bittacidae, 1, 6 
Bittacus, 33 
chlorostigmus, 6 
strigosus, 6 
Blaberidae, 6 
Blaberus, 6, 43-54 
Blasia pusilla, 375 
Blennosperma, 407-425 
bakeri, 425 
chilense, 425 
nana, 417 
nanum, 425 
Blennospermatinae, 407-425 
Blepharida, 723 
Bogan, Arthur E., see Spamer, Earle E., and — 
Bolitophila, 680, 698 
cinerea, 676, 678, 684 
Bolitophilidae, 684 
Bombina orientalis, 206 
Bombyliidae, 7 
Boraginaceae, 561 
Boreidae, 1, 6, 33 
Boreus, 1, 15, 18, 20, 22-29, 33, 38, 55 
chlorostigmus, 43-53, 55 
coloradensis, 6 
strigosus, 43-53, 55, 57-60 
Bothremydidae, 237 
Boulengerella, 81, 87, 93 
maculata, 99 
Brachychampsa, 501 
mecabei, 515-517 
montana, 515-518 
Brachyphylla, 589 
Brachyphytodecta, 734 
Brachyuranochampsa 
eversolei, 489, 515-517, 519 
zangerli, 522 
Bradysia, 680, 698 
coprophila, 676, 678, 684, 691 
Brazoria, 331 
Bremer, Kare, see Swenson, Ulf, and — 


Bremer support, partitioned, 654-673 

Brevimulticaecum, 220 

Brochu, Christopher A., Morphology, fossils, diver- 
gence timing, and the phylogenetic relationships 
of Gavialis, 479-522 

Bromeliaceae, 557 

Brower, Andrew V. Z., see DeSalle, Rob, and — 

Brycon, 87, 99 

Buenoa, 6, 43-54, 57-60 

Bursera, 723 

Burseraceae, 723 


Cabomba, 555 
Caccone, Adalgisa, Michel C. Milinkovitch, Valerio 
Sbordoni, and Jeffrey R. Powell, Mitochondrial 
DNA rates and biogeography in European newts 
(genus Euproctus), 126-144 
Caenocholax, 34, 43-54, 56-60 
fenyesi, 12, 35 
fenyesii, 7 
Caenochrysis, 43-53, 55 
doriae, 7 
Caenorhabditis 
briggsae, 149, 150, 163, 178 
elegans, 145-179, 281 
remanei, 153 
vulgaris, 153 
Caiman, 482, 501 
cataphractus, 485 
crocodilus, 485, 486, 492, 497, 499, 501, 515-517, 519, 
521 
latirostris, 486, 488, 492, 497-499, 515-517, 519, 521 
lutescens, 519, 521 
niloticus, 485 
porosus, 485 
rhombifer, 485 
yacare, 485, 492, 515-518, 521 
Callicarpa, 319, 320, 322, 323 
dichotoma, 330 
Callichthyidae, 459 
Calopterygidae, 6 
Calycotome, 723, 728 
Camponotus, 43-53, 55 
ligniperda, 7 
Canella, 555 
Canidae, 622-653 
Canis, 625, 626, 640, 642, 643, 653 
adustus, 623 
aureus, 623 
cipio, 637 
dirus, 636 
familiaris, 107 
latrans, 623 
lepophagus, 637 
lupus, 623, 629 
mesomelas, 623 
simensis, 623 
Cannatella, David C., review by, 574-575 
Cannatella, David, review by, 366-369 
Cantherhines 
macrocerus, 445 
pullus, 445 
Canthigaster, 453 





784 


SYSTEMATIC BIOLOGY 





rostrata, 445 
Cantino, Philip D., Richard G. Olmstead, and Steven 
J. Wagstaff, A comparison of phylogenetic no- 
menclature with the current system: a botanical 
case study, 313-331 
Carabidae, 6 
Carettochelyidae, 237, 242, 244, 250, 253 
Carettochelys, 244, 251, 257, 261-268 
insculpta, 237 
Carnegiella, 100 
Carpenter, James C., see Whiting, Michael F, — 
Carpinus, 723 
Caryopteris, 318, 322 
bicolor, 319, 320, 330 
divaricata, 319, 320, 322, 330 
incana, 322, 330 
Cecidomyiidae, 674, 676, 678, 684 
Celastraceae, 736 
Celtis, 555, 723, 728 
chinensis, 725 
Centrarchidae, 706, 714 
Centrarchus macropterus, 721 
Centurio, 589 
Cephidae, 6 
Cerambycidae, 6 
Cerastipsocus, 43-53 
venosus, 6 
Ceratella, 409, 416 
Ceratophyllidae, 6 
Ceratophyllum, 557 
Cerdocyon, 622, 653 
thous, 623 
Cetopsidae, 100 
Cetopsis, 78, 87, 100 
Chaetoderma, 452 
Chalceus macrolepidotus, 99 
Chalepoxenus, 43-53, 55 
muellerianus, 7 
Characidae, 78, 91-94, 99 
Characidium, 99 
Characiformes, 75-100 
Character 
analysis, 145-179 
information, 654-673 
state polarity, 674-698 
states, 112-125 
independence, 751-764 
ordering, 230-231 
polarizing, 230-231 
polymorphic, 332-345 
Cheirodon, 87, 99 
Chelidae, 237, 238, 242, 248, 250 
Chelodina, 238, 242, 244, 261-268 
longicollis, 237 
Chelonia, 253, 261-268 
mydas, 237 
Cheloniidae, 237, 250 
Chelonioidae, 253 
Chelonodon, 453 
patoca, 445 
Chelonopsis, 331 
Chelus, 238, 242, 244, 261-268 
fimbriata, 237 


Chelydra, 244, 250, 253, 261-268 
serpentina, 237 
Chelydridae, 237, 238, 246-248, 250, 253 
Chilodontidae, 100 
Chilodus, 100 
Chilomycterus, 453 
antennatus, 445 
schoepfi, 445, 451, 455, 457 
Chinemys, 261-268 
reevesii, 237, 249 
Chirocentrus, 360 
Chiroderma, 589 
Chironomidae, 676, 678, 686 
Chironomus, 680, 698 
tentans, 676, 678, 684, 686, 691 
Chiropterotriton, 435 
Chloanthes, 319, 320 
parviflora, 330 
Cho, Soowon, see Fang, Q. Q., — 
Choeroniscus, 589 
Chrotopterus, 589 
Chrysididae, 7 
Chrysocyon, 653 
brachyurus, 622, 623 
Chrysomela, 736 
tremula, 724, 725, 742, 744-747 
Chrysomelidae, 180-194, 574, 722-747 
Chrysomphalina chrysophylla, 376, 398-406 
Chrysoperla, 43-53, 55 
plorabunda, 6 
Chrysopidae, 6 
Citharinidae, 99 
Citharinus, 86, 87, 89, 93, 95 
congicus, 99 
Cladistic 
analysis, 407-425 
biogeography, 195-203 
Classification, 313-331 
Clemmys, 261-268 
marmorata, 237 
Clerodendrum, 316, 318, 320 
chinense, 330 
Clinodiplosis cilicrus, 676, 678, 684, 691 
Clitocybe lateritia, 376, 398-406 
Clocks, molecular, 126-144 
Coalescence, 523-536 
Coccomyxa, 375 
Code, 748-750 
Coding methods, 332-345 
Coevolution, 523-536, 722-747 
Cognition, 112-125 
Colebrookea, 318 
oppositifolia, 331 
Coleoptera, 722-747 
Collinsonia canadensis, 331 
Color, flower, 407-425 
Colossoma, 87, 95, 96 
macropomum, 99 
Colpocaccus, 1, 15, 20, 22-26, 28-33, 43-54, 57-60 
posticatus, 6 
Colquhounia, 331 
Colwell, Robert K., Biota: the biodiversity database 
manager (rev.), 574-575 
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Comanthosphace, 319, 320, 331 
Combinability, data set, 373-406 
Combined 
analysis, 622-653 
data sets, 479-522 
molecular and morphological data, 235-268 
Commelinaceae, 557 
Comparative phylogeography, 195-203 
Comparison of phylogenetic nomenclature with the 
current system: a botanical case study, a, Philip 
D. Cantino, Richard G. Olmstead, and Steven J. 
Wagstaff, 313-331 
Comparison, outgroup, 699--721 
Compatibility methods, 230-231 
Computer 
program, 590-621 
simulations, 332-345 
Concepts, species, 523-536 
Congea, 319, 331 
tomentosa, 320, 330 
Congruence, 464-478, 751-764 
Congruence between data partitions a reliable predic- 
tor of phylogenetic accuracy? Empirically testing 
an iterative procedure for choosing among phy- 
logenetic methods, is, Clifford W. Cunningham, 
464-478 
Consensus method, 306-312 
Consistency of maximum likelihood estimation of 
phylogenetic trees from nucleotide sequences, on 
the, James S. Rogers, 354-357 
Continuous variation, 112-125 
Conyza, 417, 419 
Corioxenidae, 1, 7 
Cornus walteri, 555 
Cornutia, 319, 320 
grandiflora, 330 
Correlation among sites, 346-353 
Corydalidae, 6 
Corydalus, 1, 28-30, 32, 43-54, 57-60 
cognatus, 6 
Corylus, 182, 723, 728 
americana, 181 
avellena, 725, 735, 736 
Corynopoma riisei, 99 
Cosmid library, 579-589 
Costaceae, 557 
Craniotome, 319, 320, 331 
Crataegus, 736 
Crawfordia, 7, 12, 34, 43-54, 56-60 
Crenuchidae, 99 
Crinodiplosis, 680, 698 
Criterion, ontogenetic, 699-721 
Crocidium, 407-425 
multicaule, 425 
Crocidura, 582, 589 
Crocodilus spenceri, 490, 493 
Crocodylia, 479-522 
Crocodylidae, 481, 482, 488, 490, 501 
Crocodylus, 479, 481-483, 485, 490, 491, 493, 502 
acer, 515-517, 519 
affinis, 489, 500, 515-517, 519, 522 
antilliensis, 521 
brevicollis, 522 


cataphractus, 488, 492, 496, 497, 515-517, 519, 521 
clavis, 522 
depressifrons, 522 
grinnelli, 522 
liodon, 522 
lloidi, 515-517, 519, 521 
megarhinus, 490, 515-517, 519 
ndokoensis, 519, 521 
niloticus, 492, 515-517, 519 
palaeindicus, 515-517, 519, 520 
porosus, 501, 515-517, 519, 521 
rhombifer, 486, 498, 499, 515-517, 519, 521 
robustus, 515-517, 519, 521 
spenceri, 515-517, 519 
Crossostoma, 93 
lacustre, 100 
Cryphia, 319, 320 
Ctenocephalides, 33, 43-53, 55, 57-60 
canis, 6 
Ctenoluciidae, 87, 88, 99 
Ctenolucius, 87, 99 
Cucumel, Guy, see Lapointe, Frangois-Joseph, and — 
Culex, 680, 682, 698 
pipiens, 676, 678, 680, 684, 686 
Culicidae, 676, 678, 686 
Cultus, 30, 43-53, 57-60 
decisus, 6 
Cunningham, Clifford W., Is congruence between data 
partitions a reliable predictor of phylogenetic ac- 
curacy? Empirically testing an iterative procedure 
for choosing among phylogenetic methods, 464- 
478 
Cuon, 653 
alpinus, 623, 625 
Cupedidae, 6 
Curimatidae, 91, 94, 100 
Cyanostegia, 319, 320 
Cybister, 15, 22, 23, 25, 28, 32, 43-54, 57-60 
fimbriolatus, 6 
Cyclonema, 320, 324 
myricoides, 330 
Cymaria, 319, 320 
Cynocephalus, 582, 589 
Cynodontidae, 99 
Cynopotamus, 87, 99 
Cyperaceae, 557 
Cyphocharax, 93 
gilberti, 100 
Cyprinidae, 100 
Cyprinus, 93 
carpio, 100, 466 
Cytisanthus, 723, 728 
Cytochrome b, 126-144, 284-305, 426-440 


Dasyatis, 226, 227 
Dasymutilla, 43-53, 55, 57-60 
gloriosa, 7 
Data, 
molecular, 235-268 
morphological, 235-268 
Data set 
combinability, 373-406 
homogeneity, 373-406 
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combined, 479-522 
Data, the matrix, and the message: comments on Be- 
gle’s “relationships of the osmeroid fishes,” the, 
Colin Patterson and G. David Johnson, 358-365 
Decachaetophora aeneipes, 717 
Delairea odorata, 409, 410, 412, 413, 425 
Dendrolagus, 309, 310 
Dennyus, 43-54 
hirundensis, 6 
Dermatemydidae, 237, 244, 250 
Dermatemys, 244, 251, 261-268 
mawii, 237, 242 
Dermochelyidae, 237, 250 
Dermochelys, 261-268 
coriacea, 237 
DeSalle, Rob, and Andrew V. Z. Brower, Process par- 
titions, congruence, and the independence of 
characters: inferring relationships among closely 
related Hawaiian Drosophila from multiple gene 
regions, 751-764 
DeSalle, Rob, see Baker, Richard H., and — 
Desmodus, 582, 589 
rotundus, 580 
Development, evolution of, 145-179 
Diaemus, 589 
Dicranosepsis bicolor, 717 
Dicrastylis, 319, 320 
Dilophus, 680, 698 
febrilis, 676, 678, 684 
Diodon, 453 
holocanthus, 445 
hystrix, 445, 457 
Diodontidae, 442, 463 
Diplocynodon, 489, 493 
darwini, 515-518, 520 
hantoniensis, 500, 515-518, 520 
ratelii, 515-518, 520 
Diptera, 674-698 
Dispersal-vicariance analysis: a new approach to the 
quantification of historical biogeography, Fredrik 
Ronquist, 195-203 
Distance methods, 101-111 
Distichodontidae, 99 
Distichodus, 81, 86, 87, 89, 93, 95, 99 
Divergence timing, 479-522 
DNA, 
mitochondrial, 75-100, 126-144, 235-268, 284-305, 
346-353, 622-653, 722-747 
nuclear ribosomal, 373-406 
ribosomal, 674-698 
synapomorphies, 579-589 
DNA synapomorphies for a variety of taxonomic lev- 
els from a cosmid library from the New World 
bat Macrotus waterhousii, Robert J. Baker, Jonathan 
L. Longmire, Mary Maltbie, Meredith J. Hamilton, 
and Ronald A. Van Den Bussche, 579-589 
Donoghue, Michael J., see Rice, Kenneth A., — 
Dopa decarboxyase, 269-283 
Dorcopsis, 310 
Dorcopsulus, 309 
Doronicum clusii, 409, 425 
Doronomyrmex, 43-53, 55 
kutteri, 7 


Doyle, Jeff J., Trees within trees: genes and species, 
molecules and morphology, 537-553 
Dromaeus novaehollandiae, 486 
Dromaius, 485, 490, 491, 499 
novaehollandiae, 484, 515-518 
Drosophila, 34, 38, 43-54, 57-60, 71, 72, 163, 164, 369, 
584, 614, 674-698, 751-764 
achyla, 656 
adiastola, 654-659 
adunca, 656, 657, 659 
araiotrichia, 656 
atroscutellata, 656 
basimacula, 656 
bipolita, 656 
crassifemur, 658, 659 
crucigera, 656 
cyrtoloma, 657, 659 
dasycnemia, 657, 659 
differens, 751-753, 755, 757 
disjuncta, 657, 659 
dissita, 656 
engyochracea, 656 
fungiperda, 656 
grimshawi, 655 
Hawaiian, 654-673 
hemipeza, 753 
heteroneura, 751-753, 755, 757, 760 
iki, 657, 659 
lineosetae, 657, 659 
melanogaster, 7, 8, 12, 145, 270, 271, 278, 281, 658, 
674, 676, 678, 679, 684 
mimica, 657-659 
mulleri, 658, 659 
perissopoda, 656 
petalopeza, 657, 659 
picticornis, 753 
planitibia, 655, 751-753, 755, 757 
scolostoma, 656 
silvestris, 657-659, 752, 753, 755, 757, 760 
soonae, 657, 659 
spectabilis, 656 
tanythrix, 657, 659 
Drosophilidae, 7, 655, 676, 678 
Duplication, 
gene, 523-536 
morphological, 441-463 
Dusicyon australis, 622 
Dyrosauridae, 484 
Dytiscidae, 6 


Echinocephalus, 220, 222 
diazi, 226 
pseudouncinatus, 226 
Eigenmaniidae, 100 
Eigenmannia, 78, 100 
Elateridae, 6 
Elenchidae, 1, 7 
Elenchus, 43-54, 57-60 
japonica, 7 
Elongation factor-?(alpha symbol), 269-283 
Elops, 359 
Elseya, 238, 242, 244, 261-268 
latisternum, 237 
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Emarginachelys, 239, 246, 247, 251, 252, 268 
Emballonuridae, 580, 582, 584, 589 
Emydidae, 236-238, 242, 246, 248, 249, 260 
Emydura, 238 
Engiscaptomyza crassifemur, 658 
Enneacanthus 
chaetodon, 721 
gloriosus, 721 
Eocaiman cavernensis, 515-518, 521 
Eogavialis, 501, 520 
africanum, 489, 518 
africanus, 515-517 
Epeorus, 63 
Ephemerella, 6, 43-54, 57-60 
Ephemerellidae, 6 
Epilobium, 420 
Epyris, 43-53, 55 
sepulchralis, 7 
Eremostachys, 331 
Ericaceae, 112, 113 
Erigeron, 417, 419 
Eriocaulaceae, 557 
Erymnochelys, 237 
Erythrinidae, 94, 99 
Escherichia coli, 150, 166, 580 
Esox, 93 
Estimation, 
maximum likelihood, 354-357 
site-by-site, 346-353 
Euproctus, 126-144 
asper, 126, 128, 131, 134, 136-138, 140 
montanus, 126, 128, 130, 131, 135-137, 139, 140 
platycephalus, 126, 128, 130, 131, 135-137, 139, 140 
Eurysolen, 319, 320, 331 
Eutetrarhynchus, 220 
caribbensis, 226 
geraschmidti, 226 
schmidti, 226 
thalassius, 226 
Euthecodon, 522 
arambourgii, 515-517, 519, 521 
Eutretauranosuchus, 484 
Eutricopis nexilis, 271 
Evania, 43-53, 55 
appendigaster, 6 
Evaniidae, 6 
Evidence, total, 235-268 
Evolution, 523-536, 674-698 
floral, 407-425 
muscle, 441-463 
development, 145-179 
Evolution and phylogeny of the Diptera: a molecular 
phylogenetic analysis using 28S rDNA sequences, 
Markus Friedrich and Diethard Tautz, 674-698 
Evolution of male tail development in rhabditid nem- 
atodes related to Caenorhabditis elegans, David H. 
A. Fitch, 145-179 
Extinction, 195-203 


Fabaceae, 722, 732, 734, 735, 737 

Fagaceae, 181, 723, 737 

Fagus, 723, 728 

Fang, Q. Q., Soowon Cho, Jerome C. Regier, Charles 


Mitter, Marcus Matthews, Robert W. Poole, Tim- 
othy P. Friedlander, and Suwei Zhao, A new nu- 
clear gene for insect phylogenetics: dopa decar- 
boxylase is informative of relationships within 
Heliothinae (Lepidoptera: Noctuidae), 269-283 
Faradaya, 316, 330 
splendida, 330 
Farris, James S., and Arnold G. Kluge, Parsimony and 
history, 215-218 
Felis 
catus, 640 
domestica, 107 
Felsenstein, Joseph, An alternating least squares ap- 
proach to inferring phylogenies from pairwise 
distances, 101-111 
Felsenstein zone a fly trap?, is the, John P. Huelsen- 
beck, 69-74 
Fennecus zerda, 623 
File format, 590-621 
Fishes, osmeroid, 358-365 
Fitch, David H. A., Evolution of male tail development 
in rhabditid nematodes related to Caenorhabditis 
elegans, 145-179 
Fitch-Margoliash method, 101-111 
Flagellariaceae, 557 
Floral evolution, 407-425 
Floret, male, 407-425 
Flower color, 407-425 
Format, file, 590-621 
Formicidae, 7 
Fossils, 235-268, 479-522 
Frequency parsimony, 211-215 
Friedlander, Timothy P., see Fang, Q. Q., — 
Friedrich, Markus, and Diethard Tautz, Evolution and 
phylogeny of the Diptera: a molecular phyloge- 
netic analysis using 28S rDNA sequences, 674— 
698 
Friel, John P., and Peter C. Wainwright, A model sys- 
tem of structural duplication: homologies of ad- 
ductor mandibulae muscles in tetraodontiform 
fishes, 441-463 
Fuchsia, 555 
Fungi, 373-406 
Funk, Daniel J., see Adams, Dean C., and — 
Furipteridae, 584, 589 
Furipterus, 589 


Gadus, 363 
Galaxias fasciatus, 360 
Galeopsis, 331 
Galleria, 43-53, 55, 57-60 
mellonella, 6 
Gallus gallus, 466 
Garrettia, 319, 320 
Gasteropelecidae, 91, 100 
Gasteropelecus, 100 
Gastromyzontidae, 100 
Gavialidae, 481 
Gavialis, 479-522 
colombianus, 520 
gangeticus, 485, 486, 499, 515-518, 520 
Gavialosuchus, 493, 501 
americanus, 515-517, 519, 522 
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carolinensis, 519, 522 
Geffen, Eli, see Wayne, Robert K., — 
Gene 


duplication, 523-536 
genealogy, 523-536 
nuclear, 269-283 
trees, 523-536, 537-553 
Gene trees in species trees, Wayne P. Maddison, 523- 
536 


Genealogy, gene, 523-536 
Generalized parsimony, 211-215 
Genes, mit rial ribosomal, 126-144 
Genista, 723, 728 
Genome, 579-589 
Geochelone, 242, 261-268 
pardalis, 237, 249 
Geographic variation, 284-305 


marchantiae, 375, 376, 389, 390, 398-406 
strombodes, 376, 398-406 
subclavatum, 376, 398-406 
Gift, N., and P. FE. Stevens, Vagaries in the delimitation 
of character states in quantitative variation—an 
experimental study, 112-125 
Girman, Derek J., see Wayne, Robert K., — 
Glechoma hederacea, 330 
Glossocarya, 319, 320 
coriacea, 330 
Glossophaga, 589 
Glyptops, 259, 260 
Gmelina, 318 
philippensis, 330 
Gnathocharax, 93 
steindachneri, 99 
Gonioctena, 722-747 
americana, 728 
arctica, 728 
flavicornis, 728 
fornicata, 725, 726, 728, 742, 744-747 
gobanzi, 728 
hiranoi, 728 
holdausi, 725, 728, 740, 744-747 
honchuensis, 728 
intermedia, 725, 726, 728, 740, 744-747 
interposita, 725, 726, 728, 740, 744-747 
japonica, 728 
kamikawai, 725, 744-747 
kaufmanni, 728 
linnaeana, 725, 728, 730, 740, 744-747 
moritomoi, 728 
nigroplagiata, 725, 728, 744-747 
nivosa, 728 
notmani, 728 
occidentalis, 725, 728, 730, 744-747 
olivacea, 725, 728, 740, 744-747 
pallida, 725, 728, 730, 740, 744-747 
quinquepunctata, 725, 728, 740, 744-747 
rubripennis, 725, 728, 744-747 
rufipes, 725, 728, 730, 740, 744-747 
secsaouia, 728 
sexnotatus, 728 
sibirica, 728 


sorbina, 728 
springlouae, 728 
takahashii, 728 
tredecimmaculata, 725, 728, 744-747 
variabilis, 725, 728, 740, 744-747 
viminalis, 725, 728, 730, 740, 744-747 
Goniomena, 736, 737 
Goniopholis, 484 
Graptemys, 261-268 
pseudogeographica, 237 
Gryposuchus colombianus, 515-518 
Gymnocorymbus, 93 


Haemodoraceae, 557 
Halimochirurgus, 447, 452, 453 
Hall, Brian K. (ed.), Homology. The hierarchical basis 
of comparative biology (rev.), 366-369 

Hamilton, Meredith J., see Baker, Robert J., — 
Harpagoxenus, 43-53, 55 

sublaevis, 7 
Hartigia, 43-53, 55 

cressonii, 6 
Hawaiian Drosophila, 654-673 
Heliantheae, 416 
Heliconiaceae, 557 
Helicoverpa, 270, 275, 278-281 

armigera, 271, 277 

assulta, 271, 277 

gelotopoeon, 271 

hawaitiensis, 271, 277 

pallida, 271, 277 

punctigera, 271, 277 

zea, 271, 277, 279 
Helilonche pictipennis, 271 
Heliocheilus, 275, 277-281 

albipunctella, 271 

discalis, 271 
Heliolonche, 281 
Heliothinae, 269-283 
Heliothis, 275, 277, 278, 280 

decorata, 271 

galathae, 271 

nubila, 271 

oregonica, 271, 277, 281 

phloxiphaga, 271, 277, 281 

subflexa, 271 

terracottoides, 271 

virescens, 271, 272, 279-281 
Heliothodes diminutivus, 271 
Hernerobiidae, 6 
Hemerobius, 43-53, 55, 57-60 

stigmata, 6 
Hemiandra, 319, 320 
Hemigenia, 319, 320 
Hemiodontidae, 100 
Hemiodus, 100 
Hemiphora, 319, 320 
Hemitaxonus, 6, 43-53, 55, 57-60 
Heosemys, 268 

spinosa, 237 

i 94, 99 

Hepsetus, 87-89, 94, 95 

odoe, 99 
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Heterochrony, 699-721 
Highlands, 426-440 
Hillis, David M., review by, 232 
Himantura, 219, 226, 227 
pacifica, 227, 228 
schmardae, 225 
Hipposideridae, 584-586, 589 
Hipposideros, 589 
Historical biogeography, 195-203 
Hitchin, 569-573 
Hitchin, Rebecca, and Michael J. Benton, Stratigraphic 
indices and tree balance, 563-569 
Hoesemys, 261-267 
Holmskioldia, 320, 323 
sanguinea, 331 
Holocheila, 319, 320 
Homo, 582 
sapiens, 466, 589 
Homogeneity, data set, 373-406 
Homology, 112-125, 366-369, 441-463 
Homology. The hierarchical basis of comparative bi- 
ology, Brian K. Hall (ed.) (rev.), 366-369 
Homoplasy, 366-369, 537-553 
Homoplasy. The recurrence of similarity in evolution, 
Michael J. Sanderson and Larry Hufford (eds.) 
(rev.), 366-369 
Hoplias, 87, 88, 93, 94 
malabaricus, 99 
Horizontal transfer, 523-536 
Hosea, 319, 320 
Host races, 180-194 
Host-plant shifts, 722-747 
Huelsenbeck, John P., Is the Felsenstein zone a fly 
trap?, 69-74 
Humulus, 555 
Huxleya, 319, 320 
linifolia, 330 
Hybridization, 523-536 
Hydrocynus, 87 
Hydrocyon, 99 
Hydromedusa, 238, 250 
Hydropsyche, 43-53, 55, 57-60 
sparna, 6 
Hydropsychidae, 6 
Hygrocybe citrinopallida, 376, 398-406 
Hylaeochampsa, 496, 501 
vectiana, 489, 515-518 
Hymenopyramis, 319, 320 
brachiata, 330 
Hypentelium, 212-214 
Hypogastrura, 6, 13, 15, 20, 43-54 
Hypogastruridae, 6 
Hypomesus, 362, 364 
Hypostomus, 78, 81, 93, 100 
Hystrichopsylla, 43-53, 55 
schefferi, 6 
Hystrichopsyllidae, 6 


Ichneumon, 7, 43-53, 55 

Ichneumonidae, 3, 7 

Incongruence tests, 464-478 
Independence of characters, 751-764 
Indices, stratigraphic, 563-569, 569-573 


Information, 
character, 654-673 
phylogenetic, 75-100 
Insect, 269-283 
orders, 1-68 
phylogeny, 69-74 
Insect-plant interactions, 722-747 
Inula ensifolia, 410, 425 
Ischnea, 407-425 
brassii, 425 
capellana, 425 
elachoglossa, 425 
korythoglossa, 417, 425 


Johnson, G. David, see Patterson, Colin, and — 
Jones, K. Bruce, see Zamudio, Kelly R., — 
Juncaceae, 557 


Kalmia, 112, 113 
Kalmiopsis leachiana, 116 
Kangaroo, 306-312 
Karomia, 319, 320 
fragrans, 330 
tettensis, 330 
Kayentachelys, 259, 260 
Kilpatrick, C. William, see Sullivan, Jack, — 
Kinosternidae, 237, 238, 242, 244, 248, 250, 251 
Kinosternoidae, 237, 242, 246-248, 250, 253 
Kinosternon, 261-268 
odoratus, 237 
Kluge, Arnold G., see Farris, James S., and — 
Kneria, 81, 86, 93, 100 
Kneridae, 86, 100 
Kneriidae, 80 
Koepfli, Klaus P., see Wayne, Robert K., — 


Labeo, 96 
Labidura, 23, 30, 31, 43-54 
riparia, 6 
Labiduridae, 6 
Lachnostachys, 319, 320 
Lagenocypsela, 419 
Lagocephalus, 456, 457 
lagocephalus, 445 
Lamiaceae, 313-331 
Lamiidae, 561 
Lamium, 314, 325, 326 
purpureum, 330, 331 
Lampyridae, 6 
Laphria, 7, 34, 43-54, 56-60 
Lapointe, Frangois-Joseph, and Guy Cucumel, The av- 
erage consensus procedure: combination of 
weighted trees containing identical or overlap- 
ping sets of taxa, 306-312 
Lasionemopoda hirsuta, 717 
Lau, Lisa M., see Wayne, Robert K., — 
Lauraceae, 119 
Lavandula multifida, 331 
Law, biogenetic, 699-721 
Least squares, alternating, 101-111 
Lebiasinidae, 87, 88, 99 
Lee, Julian C., The amphibians and reptiles of the Yu- 
catan Peninsula (rev.), 232 
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Leguminosae, 549, 550 
Leidyosuchus 
acutidentatus, 515-518 
canadensis, 489, 515-518, 520 
formidabilis, 500, 515-518, 520 
sternbergii, 515-518, 520 
wilsoni, 515-518, 520 
Leiodidae, 709 
Leiperia gracile, 220 
Lemur, 589 
Lentinus lepideus, 376 
Leonotis, 331 
Leonurus, 331 
Lepidogalaxias, 358, 362, 363 
Lepidoptera, 269-283 
Lepomis, 706 
auritus, 721 
cyanellus, 721 
gibbosus, 721 
gulosus, 721 
humilis, 721 
macrochirus, 721 
marginatus, 721 
megalotis, 721 
microlophus, 721 
punctatus, 721 
symmetricus, 721 
Leporinus obtusidens, 100 
Leptoceridae, 6 
Leptocyon, 653 
Leptothorax, 43-53, 55 
acervorum, 7 
Lespedseza, 723 
Leucas, 331 
Leucosceptrum, 319, 320, 331 
Libellula, 43-54, 57-60 
pulchella, 6 
Libellulidae, 6 
Library, cosmid, 579-589 
Lichen symbiosis, 373-406 
Limitations on the use of compatibility methods for 
polarizing and ordering characters, Mark Wilkin- 
son, 230-231 
Limniphilidae, 6 
Limonia, 680, 698 
nebulosa, 676, 678, 684 
Limoniidae, 676, 678, 689, 691 
Lindholmemys, 239, 246, 247, 253, 268 
Lineage sorting, 523-536 
Linkage, 537-553 
Lissemys, 261-268 
punctata, 237 
Lolomyia, 43-53, 55, 57-60 
texana, 6 
Long-branch attraction, 69-74 
Longmire, Jonathan L., see Baker, Robert J., — 
Loricariidae, 100, 459 
Lovejoy, Nathan R., Stingrays, parasites, and Neotrop- 
ical biogeography: a closer look at Brooks et al.’s 
hypotheses concerning the origins of Neotropical 
freshwater rays (Potamotrygonidae), 218-230 
Lovettia, 358, 360, 362 
Lowiaceae, 557 


Lutzoni, Francois M., Phylogeny of lichen- and non- 
lichen-forming omphalinoid mushrooms and the 
utility of testing for combinability among multi- 
ple data sets, 373-406 

Lycalopex, 622, 634, 639, 653 

vetulus, 623 
Lycaon, 653 

pictus, 623, 625 
Lygos, 723, 725, 728 
Lygus, 36, 43-54, 57-60 

lineolaris, 6 


Machilidae, 6 
Macroglossus, 589 
Macropodidae, 306-312 
Macropus, 309, 310 
Macrorhamphosodes, 447, 452, 453 
Macrotus 
californicus, 580-583, 585, 589 
waterhousii, 579-589 
Maddison, David R., David L. Swofford, and Wayne 
P. Maddison, NEXUS: an extensible file format for 
systematic information, 590-621 
Maddison, Wayne P., Gene trees in species trees, 523- 
536 
Maddison, Wayne P., see Maddison, David R., — 
Malanosuchus niger, 497-499 
Malapteruridae, 100 
Malapterurus, 78, 100 
Male floret, 407-425 
Mallophora, 319, 320 
Mallotus, 362 
Maltbie, Mary, see Baker, Robert J., — 
Manacus, 212-214 
Manduca, 680, 698 
sexta, 271, 272, 278, 281, 282, 676, 678 
Mantidae, 6 
Mantis, 15, 43-53, 57-60 
religiosa, 6 
Mantispa, 43-53, 55, 57-60 
pulchella, 6 
Mantispidae, 6 
Marantaceae, 557 
Marchantia polymorpha, 375 
Mardulyn, Patrick, Michel C. Milinkovitch, and 
Jacques M. Pasteels, Phylogenetic analyses of 
DNA and allozyme data suggest that Gonioctena 
leaf beetles (Coleoptera; Chrysomelidae) experi- 
enced convergent evolution in their history of 
host-plant family shifts, 722-747 
Markert, Jeffrey A., see Sullivan, Jack, — 
Marrubium, 331 
Marshall, Charles R., see Wayne, Robert K., — 
Masalia, 278 
Matthews, Marcus, see Fang, Q. Q., — 
Maximum likelihood, 346-353, 426-440, 464-478 
estimation, 354-357 
ratio test, 674-698 
McKnight, Mark L., see Shaffer, H. Bradley, — 
Medicago, 723, 728 
sativa, 725, 729 
, 589 
Megadermatidae, 584, 586, 589 
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Megaloglossus, 589 

Megapriapus ungriai, 220 

Megarcys, 30, 43-54, 57-60 

stigmata, 6 

Meier, Rudolf, A test and review of the empirical per- 
formance of the ontogenetic criterion, 699-721 

Meiolania, 239, 245-247, 252, 260, 268 

Melanoplus, 6, 15, 43-54, 57-60 

Melanosuchus 

fisheri, 519, 521 
niger, 486, 488, 515-517, 519, 521 

Melissa officinalis, 331 

Melittis, 331 

Meloe, 43-54 

proscarabaeus, 6 

Meloidae, 6 

Mengenillidae, 5, 34, 38 

Menidia, 761 

Menoponidae, 6 

Mentha rotundifolia, 331 

Merope, 33, 43-53, 55, 57-60 

tuber, 6 
Meropeidae, 1, 6 
Meroplius, 719 

fukuharai, 718 

minutus, 717 

sukuharai, 717 

Mesopolobus, 7, 43-53, 55 

Mesorhabditis, 174 

Methods, 

Methods, coding, 332-345 

consensus, 306-312 
compatibility, 230-231 
distance, 101-111 
Fitch-Margoliash, 101-111 

phylogenetic, 464-478 

Metynnis, 93 

Meyer, Axel, see Orti, Guillermo, and — 

Meylan, Peter, see Shaffer, H. Bradley, — 

Microcorys, 319, 320 

Micronycteris, 582, 589 

hirsuta, 580 
Micropterus 

dolomieu, 721 

salmoides, 721 

Middle America, 426-440 

Milinkovitch, Michel C., see Caccone, Adalgisa, — 

Milinkovitch, Michel C., see Mardulyn, Patrick, — 

Miridae, 6 

Mitochondiral, 

ribosomal genes, 126-144 

DNA, 75-100, 235-268, 284-305, 346-353, 622-653, 

722-747 

DNA rates, 126-144 

Mitochondrial DNA rates and biogeography in Euro- 
pean newts (genus Euproctus), Adalgisa Caccone, 
Michel C. Milinkovitch, Valerio Sbordoni, and Jef- 
frey R. Powell, 126-144 

Mitter, Charles, see Fang, Q. Q., — 

Model system of structural duplication: homologies of 
adductor mandibulae muscles in tetraodontiform 
fishes, a, John P. Friel and Peter C. Wainwright, 
441-463 


Molecular 
clock, 126-144, 479-522 
data, 235-268 
phylogenetic analysis, 674-698 
phylogenetics, 75-100, 722-747 
phylogenies, 373-406 
systematics, 1-68, 284-305, 622-653 
Molecular systematics of short-horned lizards: bioge- 
ography and taxonomy of a widespread species 
complex, Kelly R. Zamudio, K. Bruce Jones, and 
Ryk H. Ward, 284-305 
Molecular systematics of the Canidae, Robert K. 
Wayne, Eli Geffen, Derek J. Girman, Klaus P. 
Koepfli, Lisa M. Lau, and Charles R. Marshall, 
622-653 
Molidae, 442, 463 
Molossidae, 580, 582, 584, 589 
Moluccella, 331 
Monacanthidae, 442, 463 
Monacanthus, 452, 456, 457 
hispidus, 445, 448 
Mongolemys, 239, 246, 247, 268 
Monobia, 43-53, 55, 57-60 
quadridens, 7 
Monochilus, 319, 320 
Mormoopidae, 580, 582, 584, 589 
Morphological 
data, 235-268 
duplications, 441-463 
Morphology, 479-522, 537-553 
Morphology, fossils, divergence timing, and the phy- 
logenetic relationships of Gavialis, Christopher A. 
Brochu, 479-522 
Morphometric inferences on sibling species and sexual 
dimorphism in Neochlamiscus bebbianae leaf bee- 
tles: multivariate applications of the thin-plate 
spline, Dean C. Adams and Daniel J. Funk, 180- 
194 
Mourasuchus atopus, 521 
Mrymeleontidae, 6 
mtDNA, 346-353, 622-653 
Multiclavula, 375, 397 
corynoides, 376, 398-406 
vernalis, 376, 398-406 
Multinle sources of character information and the phy- 
logeny of Hawaiian drosophilids, Richard H. Ba- 
ker and Rob DeSalle, 654-673 
Muridae, 426-440 
Mus, 428, 589 
musculus, 466 
Musaceae, 557 
Muscle evolution, 441-463 
Mustela vison, 107 
Mutillidae, 7 
Mutualism, 373-406 
Mycetophilidae, 674, 676, 678, 689 
Mylesinus, 93 
Myleus, 93 
Myliobatis, 226, 227 
Myotis, 582, 589 
Myrica, 555 
Myrmecolacidae, 1, 7 
Myrmeleon, 32, 55 
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immaculatus, 6, 43-53, 57-60 
Mythicomyia, 34, 43-54, 56, 57-60 
atra, 7 


Nannobrycon, 93 
Nannochoristidae, 5, 33, 38, 675 
Nannostomus, 81, 87, 93, 100 
Natalidae, 584, 589 
Natalus, 589 
ND4, 284-305 
Neighbor joining, 69-74 
Nelson’s rule, 699-721 
Nematogenyidae, 459 
nitidula, 717, 718 
Neochlamisus bebbianae, 180-194 
Neorapinia, 319, 320 
collina, 330 
Neotoma, 434 
Neotropical biogeography, 218-230 
Nepeta cataria, 331 
Nerodia 
fasciata, 205, 206, 209 
sipedon, 205 
taxispilota, 205, 209 
Nettosuchidae, 515-518 
New Zealand, 407-425 
Newcastelia, 319, 320 
NEXUS: an extensible file format for systematic infor- 
mation, David R. Maddison, David L. Swofford, 
and Wayne P. Maddison, 590-621 
Nielsen, Rasmus, Site-by-site estimation of the rate of 
substitution and the correlation of rates in mito- 
chondrial DNA, 346-353 
Noctilio, 582, 589 
Noctilionidae, 580, 582-584, 589 
Noctuidae, 6, 269-283 
Nomenclature, 313-331 
Notonectidae, 6 
Notophthalmus, 140 
Nuclear gene for insect phylogenetics: dopa decarbox- 
ylase is informative of relationships within He- 
liothinae (Lepidoptera: Noctuidae), a new, Q. Q. 
Fang, Soowon Cho, Jerome C. Regier, Charles 
Mitter, Marcus Matthews, Robert W. Poole, Tim- 
othy P. Friedlander, and Suwei Zhao, 269-283 
Nuclear ribosomal DNA, 373-406 
Nucleotide sequences, 354-357 
Nudidrosophila, 656, 657 
Nyctareutes, 653 
Nycteridae, 584, 586, 589 
Nycteris, 589 
Nycteruetes procyonoides, 623, 625 
Nyctimene, 589 


Observer variation, 112-125 
Octinodes, 6, 43-54, 57-60 
Oecetis, 43-53, 55, 57-60 
avara, 6 
Oligosarcus, 87, 94, 99 
Oligotoma, 15, 43-54, 57-60 
saundersii, 6 
Oligotomidae, 6 
Olmstead, Richard G., see Cantino, Philip D., — 


Olmstead, Richard G., see Rice, Kenneth A., — 
Omphalina, 373-406 
brevibasidiata, 375, 389, 390, 398-406 
epichysium, 373, 375, 395, 398-406 
ericetorum, 375, 394, 395, 398-406 
grisella, 375, 398-406 
grossula, 375, 398-406 
hudsoniana, 375, 398-406 
luteovitellina, 375, 398-406 
obscurata, 375, 398-406 
philonotis, 375, 398-406 
pyxidata, 375, 398-406 
rivulicola, 375, 398-406 
rosella, 375, 389, 398-406 
sphagnicola, 373, 375, 395, 398-406 
velutina, 375, 394, 398-406 
velutipes, 373, 375, 395, 398-406 
viridis, 375, 398-406 
wynniae, 375, 398-406 
Oncinocalyx, 318, 330 
betchei, 330 
Ontogenetic criterion, 699-721 
Ontogeny, 145-179 
Onychomys, 465 
Ophion, 7, 43-53, 55, 57-60 
Ophraella, 722, 723 
Optimization, 195-203 
Orchopeas, 33, 43-53, 55, 57-60 
leucopus, 6 
Ordering characters, 230-231 
Oreina, 723, 736 
cacaliae, 724, 725, 742, 744-747 
Ortalischema alditarse, 717 
Orthogenysuchus olseni, 521 
Orthology, 441-463, 537-553 
Orti, Guillermo, and Axel Meyer, The radiation of 
characiform fishes and the limits of resolution of 
mitochondrial ribosomal DNA sequences, 75-100 
Orussidae, 6 
Orussus, 43-53, 55 
thoracicus, 6 
Orygma luctuosum, 717, 718 
Osmeroid fishes, 358-365 
Osmerus, 362 
Ostariophysi, 75-100 
Osteolaemus, 479, 482, 488, 496, 497, 502, 519 
tetraspis, 515-517, 519, 521 
Osteospermum, 419 
Ostraciidae, 442, 463 
Otocyon, 653 
megalotis, 623 
Otostegia, 331 
Outgroup comparison, 699-721 
Oxera, 316, 330 
macrocalyx, 330 
Oxymonacanthus, 447, 450 


Palaeosepsis 
diversiformis, 717, 718 
mitis, 717 
pufio, 717 
Paleosuchus, 497, 521 
palpebrosus, 486, 498, 499, 515-517, 519 
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trigonatus, 486, 499, 515-517, 519 
Panagrellus redivivus, 173 
Panorpa, 23, 33, 43-53, 55, 57-60, 680, 698 
communis, 676, 678, 679 
latipennis, 6 
Panorpidae, 1, 6 
Papilio, 43-53, 55, 57-60 
troilus, 6 
Papilionidae, 6 
Paracheirodon, 93 
innesi, 99 
Paraheteronchocotyle, 220 
Parahollardia, 452 
lineata, 445 
Parakneria, 86, 100 
Paralogy, 441-463 
Paraluteres, 447, 450, 452 
Paramonacanthus, 452 
Parapalaeosepsis compressa, 717 
Paraphyly, 284-305 
Parasites, 218-230 
Paratoxopoda amonane, 717, 718 
Paravitellotrema overstreeti, 220 
Paravitex, 319, 320 
Parodontidae, 190 
Parsimony, 69-74, 215-218, 332-345, 426-440, 523-536 
analysis, 479-522 
frequency, 211-215 
generalized, 211-215 
six-parameter, 464-478 
transversion, 464-478 
weighted, 464-478 
Parsimony and history, James S. Farris and Arnold G. 
Kluge, 215-218 
Partitioned Bremer support, 654-673 
Partitions, process, 654-673, 751-764 
Pasteels, Jacques M., see Mardulyn, Patrick, — 
Patterns of floral evolution of four Asteraceae genera 
(Senecioneae, Blennospermatinae) and the origin 
of white flowers in New Zealand, Ulf Swenson 
and Kare Bremer, 407-425 
Patterson, Colin, and G. David Johnson, The data, the 
matrix, and the message: comments on Begle's 
“relationships of the osmeroid fishes,” 358-365 
Pdominulus, 55 
Pellioditis, 154, 155, 161, 174 
typica, 147, 149, 150, 153, 178 
Pelodera, 161, 162, 165 
strongyloides, 149, 150, 153, 159, 173, 174, 178 
Pelomedusa, 242, 261-268 
subrufa, 237 
Pelomedusidae, 237, 242, 248, 250 
Peltocephalus, 237 
Peltochelys, 253, 257 
Pelusios, 242, 261-268 
williamsi, 237 
Periclisia linea, 6 
Peridista, 43-53, 55 
Perkinsus, 766 


eremicus, 468 
gossypinus, 436 
hondurensis, 436 
hylocetes, 426, 427, 430, 431, 434-437 
keeni, 436 
leucopus, 436 
melanotis, 436 
oaxacensis, 436 
polionotus, 436 
spicilegus, 426, 427, 430, 434-436 
winkelmanni, 426, 427, 430, 434-436 
Peronema, 319, 320 
canescens, 330 
Pervagor, 452 
Petitia, 318 
domingensis, 331 
Petraeovitex, 319, 320 
multiflora, 330 
Petrogale, 309, 310 
Pfuscatus, 55 
Phaeotellus griseopallidus, 376, 398-406 
Phaeothellus, 373 
Phasmatidae, 6 
Phenacogrammus, 87, 93, 99 
Philydraceae, 557 
Phlomis, 331 
Phoca vitulina, 107, 627, 633 
Photuris, 43-54 
pennsylvanicus, 6 
Phratora, 736 
Phrynops, 238, 242, 244, 261-268 
gibbus, 237 
Phrynosoma 
ditmarsi, 284-305 
douglasi, 284-305 
hernandezi, 302 
orbiculare, 284, 286, 290 
platyrhinos, 284, 286, 288, 290 
Phylidrum, 557 
Phyllobothrium kingae, 220, 222, 226 
Phyllobrotica, 722 
Phyllodoce 
coerulea, 116 
empetriformis, 116 
Phyllostomidae, 579-583, 585, 589 
Phyllostomus, 582, 589 
elongatus, 580 
Phylogenetic 
accuracy, 332-345, 464-478 
analysis, 332-345, 674-698, 722-747 
information, 75-100 
methods, 464-478 
reconstruction, 407-425 
relationships, 479-522 
screening, 579-589 
signal, 373-406 
systematics, 313-331 
trees, 211-215, 354-357 


Perlodidae, 6 Phylogenetic analyses of DNA and allozyme data sug- 
Peromyscus, 465 gest that Gonioctena leaf beetles (Coleoptera; 
aztecus, 426-440 Chrysomelidae) experienced convergent evolution 
boylii, 427 in their history of host-plant family shifts, Patrick 
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Mardulyn, Michel C. Milinkovitch, and Jacques Poptella, 87, 94, 99 


M. Pasteels, 722-747 
Phylogenetics, 284-305 
molecular, 75-100, 722-747 
Phylogenies, 101-111 
molecular, 373-406 
Phylogeny, 1-68, 145-179, 269-283, 306-312, 313-331, 
373-406, 523-536, 537-553, 622-653 
fossil, 235-268 
insect, 69-74 
Recent, 235-268 
starburst, 235-268 
turtle, 235-268 
Phylogeny of lichen- and non-lichen-forming omphal- 
inoid mushrooms and the utility of testing for 
combinability among multiple data sets, Francois 
M. Lutzoni, 373-406 
Phylogeography, 284-305, 426-440 
comparative, 195-203 
Phylogeography and molecular systematics of the 
Peromyscus aztecus species group (Rodentia: Mur- 
idae) inferred using parsimony and likelihood, 
Jack Sullivan, Jeffrey A. Markert, and C. William 
Kilpatrick, 426-440 
Physopsix, 319, 320 
spicata, 330 
Physostegia, 331 
virginiana, 331 
Piaractus, 95 
Pilaria, 689 
Pimelodus, 93 
Pinaceae, 561 
Pityrodia, 319, 320 
Plagiomimicus olvello, 270, 271 
Planocrania, 520 
Platemys, 238 
Platysternon, 238, 244, 250, 261-268 
megacephalum, 237 
Plecoglossus, 362, 363 
Plectranthus barbatus, 331 
Pleurodeles, 132, 133, 136 
waltl, 126, 128, 131, 135, 136, 141 
Pleurosternon, 259, 260 
Pleurothyrium, 119 
Poaceae, 280, 557, 737 
Podocnemidae, 237 
Podocnemis, 242, 261-268 
expansa, 237 
Poeciliopsis occidentalis, 208 
Pogostemon, 318 
cablin, 331 
Polarity, character state, 674-698 
Polarizing characters, 230-231 
Polistes, 32 
dominulus, 7, 43-53 
fuscatus, 7, 43-53, 57-60 
Polymorphic characters, 332-345 
Pomoxis 
annularis, 721 
nigromaculatus, 721 
Pompilidae, 7 
Pontederiaceae, 557 
Poole, Robert W., see Fang, Q. Q., — 


Population structure, 284-305 
Populus, 723, 728, 733, 735 
tremula, 725 
Potamotrygon, 221 
Potamotrygonidae, 218-230 
Potamotrygonocestus, 220 
Potamotrygonocotyle, 220 
Potorous, 309, 310 
Powell, Jeffrey R., see Caccone, Adalgisa, — 
Prasium, 331 
majus, 331 
Premna, 318 
microphylla, 330 
Priacma, 1, 15, 20, 22-26, 28-32, 43-54, 57-60 
serrata, 6 
Priocnemus, 43-53, 55 
oregana, 7 
Prior Agreement: arbitration or arbitrary?, Mark E. 
Siddall, 765-769 
Pristichampsus, 493 
vorax, 515-518, 520 
Procaimanoidea, 520 
kayi, 515-518 
Process Partitions, 654-673, 751-764 
Process partitions, congruence, and the independence 
of characters: inferring relationships among close- 
ly related Hawaiian Drosophila from multiple 
gene regions, Rob DeSalle and Andrew V. Z. 
Brower, 751-764 
Prochilodontidae, 94, 100 
Prochilodus, 91, 93 
lineatus, 100 
Procramptonomyiidae, 691 
Procyon lotor, 107 
Prodiplocynodon langi, 515-517, 519 
Proganochelys, 236, 239, 241, 245, 246, 251, 256-260, 268 
quenstedti, 244 
Program, computer, 590-621 
Prostanthera, 319, 320, 322 
rotundifolia, 330 
Proterochersis, 259 
Proterochesis, 260 
Prototroctes, 359, 362 
Prunella vulgaris, 331 
Prunus, 722, 723, 728, 734, 736, 737 
padus, 725, 736 
Pseudalopex, 634, 639, 653 
culpaeus, 622, 623 
griseus, 622, 623, 625 
gymnocercus, 623, 625 
sechurae, 623, 625 
Pseudemydura umbrinus, 238 
Pseudocarpidium, 319, 320 
Psocidae, 6 
Psudocarpidium ilicifolium, 330 
Psychoda, 680, 698 
cinerea, 676, 678, 684, 691 
Psychodidae, 676, 678, 687, 689 
Pteromalidae, 7 
Pteronotus, 582, 589 
Pteropodidae, 580, 589 
Pteropus, 582, 589 
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Pueraria, 723, 728 
lobata, 725 
Pulicidae, 6 
Purussaurus 
neivensis, 515-517, 521 
nievensis, 518 
Pycnopsyche, 43-53, 55, 57-60 
lepida, 6 
Pygocentrus, 87, 95 
nattereri, 83, 84, 99 
Pyralidae, 6 
Pyrrhia, 275, 277-279, 281 
exprimens, 271 
Pyrrhulina, 87, 100 


Quercus, 181-183, 187-190 


Races, host, 180-194 

Radiation of characiform fishes and the limits of res- 
olution of mitochondrial ribosomal DNA se- 
quences, the, Guillermo Orti and Axel Meyer, 75- 
100 


Raphidiidae, 6 
Rates 
variation, 346-353 
mitochondrial DNA, 126-144 
Rattus norvegicus, 281 
rbcL 500, 554-563 
Recapitulation, 699-721 
Recent phylogeny, 235-268 
Reconstruction, phylogenetic, 407-425 
Regier, Jerome C., see Fang, Q. Q., — 
Reithrodontomys sumichrasti, 435 
Relationships, phylogenetic, 479-522 
Relative warps, 180-194 
Renschia, 316, 318 
heterotypica, 331 
Report of society business for 1997, 770-777 
Restionaceae, 557 
Retropinna, 359, 362 
Rhabditella, 161, 164 
axei, 147, 149, 150, 153-155, 157, 162, 174, 178 
Rhabditidae, 145, 146, 151, 157, 162, 173 
Rhabditis, 155, 159, 161, 168, 172, 175 
blumi, 147, 149, 150, 153, 154, 164, 174, 178 
myriophila, 149, 150, 153, 154, 157, 162, 178 
Rhagoletis pomonella, 212-214 
Rhamphichthyidae, 100 
Rhamphichthys, 78, 100 
Rhaphiodon, 87 
vulpinus, 99 
Rhinebothrium, 220, 222, 227 
ditesticulum, 226 
euzeti, 223 
hawaiiensis, 223 
margaritense, 223 
walga, 223 
Rhinebothroides, 220, 222, 226 
Rhinolophidae, 584-586, 589 
Rhinolophoidea, 579-589 
Rhinolophus, 589 
Rhinophylla, 589 
Rhipihorus, 54 


Rhipiphoridae, 4, 6, 34 
Rhipiphorus, 43-53, 57-60 
fasciatus, 6 
Rhododendron lapponicum, 116 
Rhodothamnus chamaecistus, 116 
Ribosomal DNA, 674-698 
nuclear, 373-406 
Rice, Kenneth A., Michael J. Donoghue, and Richard 
G. Olmstead, Analyzing large data sets: rbcL 500 
revisited, 554-563 
Rickenella, 389, 390 
mellea, 376, 398-406 
pseudogrisella, 375, 376, 398-406 
Robinia, 723 
Rodentia, 426-440 
Rogers, James S., On the consistency of maximum 
likelihood estimation of phylogenetic trees from 
nucleotide sequences, 354-357 
Ronquist, Fredrik, Dispersal-vicariance analysis: a 
new approach to the quantification of historical 
biogeography, 195-203 
Rosaceae, 722, 723, 733-737 
Rostrinucula, 319, 320, 331 
Rousettus, 589 
Rubiteucris, 319, 320 
Rule, Nelson’s, 699-721 


Saccopteryx, 582, 589 
Salamandridae, 126, 128, 137 
Saldidae, 6 
Saldula, 43-54, 57-60 
pallipes, 6 
Salicaceae, 181, 722-724, 733-737 
Salix, 183, 185, 187-191, 722, 723, 728, 733-737 
bebbiana, 181, 182 
caprea, 725, 736 
purpurea, 725 
waldsteiniana, 725 
Salminus, 87, 99 
Salmo, 93 
Saltella 
nigripes, 717 
sphondylii, 717, 718 
Salvia officinalis, 331 
Sample size, 332-345 
Sampling, taxon, 1-68 
Sanderson, Michael J., and Larry Hufford (eds.), Ho- 
moplasy. The recurrence of similarity in evolution 
(rev.), 366-369 
Sarothamnus, 723, 728 
scoparius, 725 
Sbordoni, Valerio, see Caccone, Adalgisa, — 
Scalopus aquaticus, 589 
Scaptomyza albovittata, 658, 659 
Scarabaeidae, 6 
Scarabaeus, 614 
Scaridae, 459 
Scatopsidae, 674, 676, 678, 684, 687 
Schilbe, 93 
Schinia, 275-277, 279, 280 
arcigera, 271 
chilensis, 281 
chrysella, 271, 277 
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coercita, 271, 277 
luxa, 271, 277 
sara, 271, 277, 278 
vacciniae, 271, 277 
Schnabelia, 319, 320 
Sciaridae, 674, 676, 678, 684, 689 
Scleroleima, 409, 416 
Scoloplacidae, 459 
Scutellaria, 318 
bolanderi, 331 
Searching for phylogenetic trees under the frequency 
parsimony criterion: an approximation using 
generalized parsimony, Stewart H. Berlocher and 
David L. Swofford, 211-215 
Secondary structure, 75-100 
Senecio, 410 
jacobaea, 409, 412, 413, 425 
mikanioides, 409 
vulgaris, 409, 413, 425 
Senecioneae, 407-425 
Sensitivity analysis, 1-68 
Sepsidae, 699-721 
Sepsis 
indica, 717 
kaszabi, 717 
lateralis, 717, 718 
neocynipsea, 717, 718 
niveipennis, 717, 718 
slavimana, 717 
violacea, 717 
Sequence units, 204-210 
Sequences, nucleotide, 354-357 


Servedio, Maria R., see Wiens, John J., and — 

Setonix, 309, 310 

Sexual dimorphism, 180-194 

Shaffer, H. Bradley, Peter Meylan, and Mark L. Mc- 
Knight, Tests of turtle phylogeny: molecular, mor- 
phological, and paleontological approaches, 235- 
268 


Shamosuchus, 484 
Sibling species, 180-194 
Siddall, Mark E., Prior Agreement: arbitration or ar- 
bitrary?, 765-769 
Siddall, Mark E., Stratigraphic indices in the balance: 
a reply to Hitchin and Benton, 569-573 
Sideritis, 331 
Signal, phylogenetic, 373-406 
Similarity, 112-125 
Simulations, computer, 332-345 
Simuliidae, 676, 678, 686, 688 
Simulium, 680, 698 
euryadminiculum, 676, 678, 684, 686, 691 
Simultaneous analysis, 654-673 
Sinadoxa, 327 
Sindacharax 
deserti, 95 
lepersonnei, 95 
Sinemydidae, 239 
Sinemys, 239, 246, 247, 268 
Sinomela, 730, 731 
Site-by-site estimation of the rate of substitution and 
the correlation of rates in mitochondrial DNA, 
Rasmus Nielsen, 346-353 


Six-parameter parsimony, 464-478 

Size, sample, 332-345 

Society business, report for 1997, 770-777 

Solanaceae, 561, 665 

Solidago virgaurea, 410, 425 

Sorbus, 722, 723, 728, 734, 735, 737 

aucuparia, 725, 736 

Sorting, lineage, 523-536 

South America, 622-653 

Spamer, Earle E., and Arthur E. Bogan, Your code or 
one code?, 748-750 

Sparganiaceae, 557 

Spartium, 723, 725, 728 

Spartomena, 730, 731, 734 

fornicata, 728 
Spartophila, 729-731, 734 
Spartothamnella, 316, 318-320, 322, 330 
juncea, 330 
Spartoxena, 729-731, 733, 734 
Speci 
concepts, 523-536 
delimitation, 537-553 
sibling, 180-194 
trees, 523-536 
widespread, 195-203 
Speothos, 653 
venaticus, 622, 623 

Sphenodesme, 331 

Sphenodon punctatus, 484 

Sphingidae, 274 

Sphoeroides, 453, 457, 460 

maculatus, 445 
nephalus, 443, 445, 451, 455 
testudineus, 445 
Spirinchus, 361, 362 
Spodoptera 
exigua, 271 
frugiperda, 270, 271 
Stachys, 331 
Stangerochampsa, 501 
mecabei, 515-518, 521 
Starburst phylogeny, 235-268 
Staurotypus, 238, 253, 261-268 
triporcatus, 237 

Steindachnerina, 100 

Stenoderma, 589 

Stephanolepis, 452 

Stevens, P. F, see Gift, N., and — 

Stingrays, parasites, and Neotropical biogeography: a 
closer look at Brooks et al.’s hypotheses concern- 
ing the origins of Neotropical freshwater rays 
(Potamotrygonidae), Nathan R. Lovejoy, 218-230 

Stokellia, 359, 362 

Storeria 

dekayi, 205 
occipitomaculata, 205 

Stratigraphic indices and tree balance, Rebecca Hitch- 
in and Michael J. Benton, 563-569 

Stratigraphic indices in the balance: a reply to Hitchin 
and Benton, Mark E. Siddall, 569-573 

Stratigraphy, 479-522 

Strelitziaceae, 557 

Strepsiptera problem: phylogeny of the holometabo- 
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lous insect orders inferred from 18S and 28S ri- 
bosomal DNA sequences and morphology, the, 
Michael F. Whiting, James C. Carpenter, Quentin 
D. Wheeler, and Ward C. Wheeler, 1-68 
Structure, secondary, 75-100 
Sturnira, 589 
Stylopidae, 1, 3, 7, 12 
Stylops melittae, 3 
Successive weighting, 464-478 
Sullivan, Jack, Jeffrey A. Markert, and C. William Kil- 
patrick, Phylogeography and molecular system- 
atics of the Peromyscus aztecus species group (Ro- 
dentia: Muridae) inferred using parsimony and 
likelihood, 426-440 
Supertree, 306-312 
Susanomira caucasica, 717 
Swenson, Ulf, and Kare Bremer, Patterns of floral evo- 
lution of four Asteraceae genera (Senecioneae, 
Blennospermatinae) and the origin of white flow- 
ers in New Zealand, 407-425 
Swofford, David L., see Berlocher, Stewart H., and — 
Swofford, David L., see Maddison, David R., — 
Sylvicola, 680, 698 
fenestralis, 676, 678, 684 
Symphorema, 331 
Symphoricarpos, 555 
Synapomorphies, DNA, 579-589 
Systematics, 590-621, 674-698 
molecular, 1-68 
phylogenetic, 313-331 


Tabanidae, 676, 678 
Tabanus, 680, 698 
Tabanus sudeticus, 676, 678, 679, 684 
Tadarida, 582, 589 
Taeniothrips, 43-54 
inconsequens, 6 
Taricha, 140 
Tautz, Diethard, see Friedrich, Markus, and — 
Taxon sampling, 1-68 
Taxonomic levels, 579-589 
Taxonomy, 313-331 
Tectona, 319, 320, 322 
grandis, 330 
Teijsmanniodendron, 319, 320 
Temnothorax, 43-53, 55 
recedens, 7 
Tenebrio, 43-54, 57-60, 72 
molitor, 6 
Tenebrionidae, 6 
Tenthredinidae, 6 
Tephroseris integrifolia, 409, 425 
Teratorhabditis, 162, 165 
palmarum, 149, 150, 153, 159, 161, 173, 174, 178 
Terranova edcaballeroi, 220 
Test and review of the empirical performance of the 
ontogenetic criterion, a, Rudolf Meier, 699-721 
Tests, 
maximum likelihood ratio, 674-698 
incongruence, 464-478 
phylogeny, 235-268 
Tests of turtle phylogeny: molecular, morphological, 
and paleontological approaches, H. Bradley Shaf- 


fer, Peter Meylan, and Mark L. McKnight, 235- 
268 


Testudines, 235-268 
Testudinidae, 237-239, 249 
Testudinoidae, 237, 246-249 
Testudo, 236 
Tetrachondra, 326 
Tetraclea, 318, 320, 330 
Tetradenia riparia, 331 
Tetradoxa, 327 
Tetragonopterus, 87, 94, 99 
Tetraodontidae, 442, 463 
Tetraodontiformes, 441-463 
Tetraopes, 43-54, 57-60 
tetropthalmus, 6 
Teucridium, 318, 330 
parvifolium, 330 
Teucrium, 318, 320, 330 
fruticans, 330 
Thaleichthys, 361, 362 
Thamnophis 
proximus, 205 
radix, 205, 209 
Thaumaleidae, 688 
Themira 
annulipes, 717 
leachi, 717 
lucida, 717 
minor, 717, 718 
nigricornis, 717 
putris, 717, 718 
superba, 717 
Thin-plate spline, 180-194 
Thoracosaurus, 491, 493, 495, 496, 501 
macrorhynchus, 489, 490, 515-518 
neocesariensis, 519, 520 
Thripidae, 6 
Thylogale, 309, 310 
Timing, divergence, 479-522 
Tinnea, 318 
zambesiaca, 331 
Tipula, 7, 34, 36, 43-54, 57-60, 680, 698 
paludosa, 676, 678, 684 
Tipulidae, 7, 676, 678, 689 
Tomistoma, 480-484, 488-492, 495-498, 500-502 
africanum, 520 
cairense, 490, 493, 515-517, 519 
calaritanus, 522 
dowsoni, 522 
gavialoides, 520 
lusitanica, 485, 515-517, 519, 522 
schlegelii, 485, 486, 490, 499, 515-517, 519 
Torquigener hicksi, 445 
Total evidence, 235-268 
Trachemys, 253, 261-268 
scripta, 237 
Transversion parsimony, 464-478 
Trees, 
balance, 563-569 
gene, 523-536, 537-553 
phylogenetic, 211-215, 354-357 
reconciliation, 523-536 
species, 523-536 
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weighted, 306-312 
Trees within trees: genes and species, molecules and 
morphology, Jeff J. Doyle, 537-553 
Trenchant heel, 622-653 
Triacanthidae, 442, 463 
Triacanthodidae, 442, 463 
Triacanthus biaculeatus, 445, 448 
Trichocera, 680, 698 
regelationis, 676, 678, 684 
Trichoceridae, 676, 678, 689 
Trichomycteridae, 100, 459, 463 
Trichomycterus, 78, 100 
Trichoplusia ni, 270, 271 
Trichostema, 318 
dichotomum, 330 
Trigonalidae, 6 
Trigoniopthalmus, 13, 15, 43-54, 57-60 
alternatus, 6 
Trineuron, 409, 416 
Triodon macropterus, 451 
Triodontidae, 442, 463 
Trionychidae, 237, 242, 244, 248, 250, 251, 253 
Trionychoidae, 237, 246-248, 250, 253 
Triozocera, 43-54, 56 
mexicana, 7, 12 
Triportheus paranensis, 99 
Triturus, 126-144 
carnifex, 126, 128, 129, 131, 133-138 
cristatus, 138 
vulgaris, 126, 128, 130, 131, 135, 136 
Trixiphichthys weberi, 445, 455 
Troglodytes 
brunneicollis, 435 
musculus, 435 
Tsoongia, 319, 320 
Turtle, phylogeny, 235-268 
Typhaceae, 557 


Ulmaceae, 723, 737 

Ulomorpha, 689 

Units, sequence, 204-210 

Urform, 168 

Urobatis, 219, 226 
jamaicensis, 227, 228 

Urocyon, 653 
cinereoargenteus, 623 

Uroderma, 589 

Urolophus, 219, 226 

Urosaurus, 337, 342 

Urotrygon, 219 

Ursus americanus, 107 


Vagaries in the delimitation of character states in 
quantitative variation—an experimental study, N. 
Gift and P. F Stevens, 112-125 

Vampyressa, 589 

Vampyrodes, 589 

Vampyrum, 589 

Van Den Bussche, Ronald A., see Baker, Robert J., — 

Variation, 

continuous, 112-125 
geographic, 284-305 
observer, 112-125 


rate, 346-353 
Velhagen, William A., Jr, Analyzing developmental 
sequences using sequence units, 204-210 
Vespertilionidae, 580, 582, 589 
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